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Wheat Research Institute of Southwest University of Science and Technology started wheat breeding
research in 1978, the overall main research objectives are gene identification, gene function research,
innovation and utilization of excellent wheat germplasm resources and successively developed 16 wheat
varieties of “MianNong” and “XiKeMai” (two of which passed the national examination). These varieties
are characterized by high rust resistant, wide-adaptive, large-ear, and high-yield. The cumulative promotion
area is over 100 million mu, and the newly added output value exceeds 5 billion yuan.

The Wheat Research Institute of Southwest University of Science and Technology, including 7 full-time
researchers with 6 Ph.D., 1 research fellows, 4 associate researcher, 2 assistant researcher. One provincial
outstanding expert, one Sichuan Thousand Talents Plan, one Sichuan academic and technical leader reserve
candidate. The research direction of the team covers wheat breeding, wheat physiology, wheat pathology,
wheat cultivation, bioinformatics, genomics, transcriptome and big data analysis, etc.

At present, the following topics have been carried out: (1) Identification of resistant germplasm resources
and genetic analysis and fine mapping of stripe rust resistance genes in wheat. (2 ) Focus on disease
resistance genes of wheat based on High-throughput sequencing technique. (3) Breeding and creation of
new wheat varieties (germplasm) by conventional hybridization and marker-assisted selection. (4 )
Wheat stripe rust fungal genomics, bioinformatics, population genetics, etc..
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Team Member of Wheat Research Institute
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Main Research Content
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Develop of High-Yield and Disease-Resistant Wheat
Materials
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Create novel resistance material of wheat using biotechnology, eg.
cloning and transforming resistance genes.
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Wheat Resistance Gene Research using High Throughput

Sequencing
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Combining traditional molecular biology techniques with next
generation of high-throughput sequencing technology, to
mapping, cloning and explain molecular mechanism of

resistance genes in wheat.
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Identification and Genetic Analysis of Germplasm Resistant to
Stripe Rust
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To evaluate the resistance of germplasm to stripe rust and deployment of
durability resistance varieties in breeding using combination of different
types resistance gene and rational distribution the resistance genes in
production.

To identify new sources of resistance within various germplasms, and
then to identify the molecular markers and mapping of novel resistance
genes.
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Toxicity Identification and Population Genetic Structure of Wheat Stripe

Rust

REM)IEMEERE, BERASE. TE, BEIEMLENTEILER
FEHMIE, BHI)INERFERT N MFEHAE RS,

Collect standards samples from field of Sichuan, using single spore
separation and expansion to identifiy Pst pathogenicity. Identify the epidemic
races and population genetic structure of Puccinia striiformis in Sichuan =
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Personnel Training and External Communication
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